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1.5e7 Hygromycin B

y = 6752.767x - 215918.2

R² = 0.9830879    R = 0.9915079

Curve Fit: Default (Linear)

Weighting: Default (1/C^2)

Zero: Default (Not Forced)
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Streptomycin

y = 1118.856x - 30548.69

R² = 0.9841603    R = 0.9920485

Curve Fit: Default (Linear)

Weighting: Default (1/C^2)

Zero: Default (Not Forced)

Conc. (ppb)

0 1000 2000

Area

0.0e0

5.0e6

1.0e7

1.5e7

2.0e7

Kanamycin

y = 8875.139x - 149069.9

R² = 0.9911861    R = 0.9955833

Curve Fit: Default (Linear)

Weighting: Default (1/C^2)

Zero: Default (Not Forced)
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Tobramycin

y = 13797.12x - 255852.4

R² = 0.9860013    R = 0.9929760

Curve Fit: Default (Linear)

Weighting: Default (1/C^2)

Zero: Default (Not Forced)
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Gentamicin C2

y = 6856.681x - 128454.8

R² = 0.9813800    R = 0.9906463

Curve Fit: Default (Linear)

Weighting: Default (1/C^2)

Zero: Default (Not Forced)
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Gentamicin C1

y = 15646.32x - 551429.8

R² = 0.9853136    R = 0.9926297

Curve Fit: Default (Linear)

Weighting: Default (1/C^2)

Zero: Default (Not Forced)
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Neomycin

y = 3603.862x - 66399.28

R² = 0.9812912    R = 0.9906014

Curve Fit: Default (Linear)

Weighting: Default (1/C^2)

Zero: Default (Not Forced)
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Polymyxin B2

y = 799.4076x - 13314.75

R² = 0.9870934    R = 0.9935257

Curve Fit: Default (Linear)

Weighting: Default (1/C^2)

Zero: Default (Not Forced)
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Polymyxin B1

y = 2870.138x - 98935.24

R² = 0.9803779    R = 0.9901403

Curve Fit: Default (Linear)

Weighting: Default (1/C^2)

Zero: Default (Not Forced)

For Research Use Only. Not for use in diagnostic procedures. 


