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3 GPC > Introduction

Il GPC Extension

Optional extension for SEC/GPC data evaluation

[mV] _7
— narrow_dual - Signal 1

— SAMPLE_DUAL_B - RI
— SAMPLE_DUAL_B - UV 6

10~

Voltage
(W)bol

2443 S3

224573

Time [rmin. ]
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@ GPC - SYSTEM CONFIGURATION — INSTRUMENT TYPE SETTING

System Configuration

Setup Control Modules

Mame

-l LC
=55 Detector
=] DEMO

--[53 Balance
-3 Thermostat
53] Valve

55 Auxiliary

i DEMO -
i, DEMO -
i i, DEMO -
Lo, DEMO -

N

Remove

Lsed

Instrument 1

5] Fraction Collector
--[=5] Capillary Electrophoresis

About...

Number of Instruments:

=
=

@ Instrument 1 | €3 Instrument 2 €3 Instrument 3 | €9 Instrument 4

MName

| Instrument 1

BE -

Instrument Type
GPC
|
Instrument Type Setting > Erom
Type Options
(Ge M5
DEMO
e ToF
(e
®) GPC DHA
(JEA NGA
@lcece [Jroa
aK I | Cancel | | Help | Device Mumber
. v| [1 v
| Ready Dig. Qutput: |DEMD vl |1 v|
Miscellaneous Settings
| Units Setup | Method Options
Setup... . ok | Cancel || Hep

P002/80A 02/2020

GPC Instrument is
configured in the
System Configuration
window

GPC can be enabled on
station where p/n A28 is
purchased
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#4 GpCc - GPC MODE

Fi GPC: Instrument 1

Instrument Method Analysis  Evaluation = Setting Window  Help |J'_.

f

__, - @ |F ExportData..

)

= .

4 o '. J~ User Options...
Toolbars

© Ready

Status: Ready to start run

Sent method: narrow_dual

Changes Instrument mode to Standard and GPC

[ DEMO_GPC

& Administrator

P002/80A 02/2020

GPC Mode or Standard
Mode can be selected in
the Setting menu on the
GPC Instrument

Type of mode is then
indicated by GPC
inscription in the header
of each window
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@ GPC - METHOD SETUP

Method Setup narrow_dual - #1; 05.03.2020 1%:01:36 O >

B = A

¥

R % @O

New  Open.. Save Save as... Report setup...  Audi trail... Send method by Help
email...
Select Detector \DEMO - 1 v | /Enabled
GPC Integration Table
Chromatogram Time A Time B Value
Operation [min] [min]

Global Peak Width 0,100 min

Global Threshold 0,2500 my

Global Filter - Bunching 1

Detect Megative 4,625 30,007 Yes

Integration Interval 11,380 25,644

Peak - Solvent 22,579 30,008

Min. Area 4,580 29,395 5,000 mV.s

EventTable Measurement Acquision Integration Calculation Advanchd | GPC Integration | GPC Calculation GPC Ranges

A ok | cancel

3 Send Method

P002/80A 02/2020

GPC related tabs in the
method

Chromatograms can be
evaluated in GPC or
standard mode
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% GPC > GPC CALIBRATION - OPTIONS

-7 .
— Calib\narrow_dual - Signal 1 MOleCUIar WE'ght as a
™ — Caljib\STD_SINGLE1 . .
2 l function of elution
| A N . 6 volume
- d - - Narrow standards
% & L5 .
g _ Flow rate correction
N 5 . : :
S y L Universal calibration
' 5 Broad calibration
3 Multiple linear
(Hamielec) fit
S I S U S-S SN (SN SR 0Lt NN ORI et
| | | | | , | -2 Multiple integral
- - B B * = # - standard

Broad on narrow

P002/80A 02/2020 PAGE 6



L)

¥4 GPC - GPC CALIBRATION = NARROW STANDARD

»
1

GPC: Instrument 1 - €z arrow_dual <-- Marrow Flow Rate Corr.
File Edit Display Calibration View Window Help BB Afm
Bl WO @AGd. xu o JRRRR 3t EL/[me
Chromatogram: STD_DUAL1, Linked Calibration: <Mone>
T T -7
H H — Calib\narrow_dual - Signal 1
H . ib\STD_DUAL1 - RI
1009 : ; — Chlib\STD_DUAL1 - LV
-6
50| i P
: i 5
H (2]
| ol
__________________ 4
-3
-2
T T T T T T T
12 14 16 18 20 22 24 26
Time [mir]

Calibration Table {(Narrow Flow Rate Corr. - Calib\narrow_dual - Signal 1)
Equation: ¥ = -0,00219%%"3 +0,11674%K"2 - 2,41177%K + 22,83942
Correlation Factor: 0,9998513

Std. . Max RT .| RT Corrected K Deviation
Na. Used M Log M Adjusted [mi] FR Correction ] Source Chromatogram [dLjg*10~5] %]
1 2 89400 4,9513 16,73 1,0000 156,73 |STD_DUAL2 14,10 4,58
2 2 9130 3,9605 18,67 1,0000 19,67 |STD_DUAL2 14,10 4,01
3 2 830 2,9191 22,21 1,0000 22,21 |STD_DUAL2 14,10 0,67
4 1 1050000 6,0212 13,87 1,0000 13,87 |STD_DUAL1 14,10 1,58
5 1 295000 5,4698 15,17 1,0000 15,17 |STD_DUAL1 14,10 -4,36
[ 1 18100 4,2577 18,69 1,0000 18,69 |STD_DUAL1 14,10 -3,52
7 1 4700 3,6721 20,33 1,0000 20,33 |5TD_DUAL1 14,10 -4,41
[l
For Help, press F1 Chromatao

(W)Bo)

P002/80A 02/2020
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[N
4 GPC > CHROMATOGRAM -> FLOW RATE CORRECTION

ﬂﬁ GPC: Instrument 1 - Chromatogram "Dat WMPLE_DUAL B - UV" - #15; 04 0 15:119:09 IVI C h t
File Edit Display Chromatogram Method Results 55T  View Window Help ﬂ |§ ﬂ m @ Chromatogram List e n u rOI I Ia Ogra I I I
e cLbill EL4 LI LARAIL, LELELLLELLLL Peak — Flow Marker
AN 24,87min -0,7mV 2,1
A [mV]
ﬂ& — Calib‘Llarro P e a k
= 10+ — Data\sAM Set peak betw
__ Datal\sAl pea €En cursor
g = lines as Flow Marker. . .
4 GPC Calibration must be
5
B t to Use Fl Rat
. i set 10 use FIOW hate
6 w
1 .
; a Correct
R\E i 2 orrection
= =
AT B
N
alibration ions (Calib\narrow_dua ?
& GPC Calibration Opt (Calib\ dual) ? it
4%
N GPC Calibration Options
Iy Calibration Type
A
z Marrow Calibration ~ Mumber of Signals 2 hd
qa, 12 14 16 15 Calibration Description:
A | Marrow standard calibration |
Chromatogram MW Distribution Cumulative MW Distribution
:E Result Table (Calibiparrow_dual - Narrow - Data\SAMPLE_DUAL _B - UV) Use Flow Rate Correction I MNormHt based on |Normal MW Distribution v |
Equation: ¥ = -0,00 196".\'"‘_3 +0,10368*XK~2 - 2,16064%K + 21,22009
| Correlation Factor: 0,9998541 [ [Use Unrversal Calibration Integral Percentages |Decreasing with M vl
+ Use Simplified C: tati fM A
A Max. RT Start RT End RT Mp Mn Mw D == IITI|J|I = omputatons o verages
A
-
i 15,57 13,09 21,12 202728 70983 215011 . X
5 Signal R I;::;er R Curve Fit Type
A Signal 1 0,000 Cubic
A Signal 2 0,000 Cubic
s
1% <
m GPC Results GPC Summary GPC Integration Measurement Conditions
4 ¥ Flow Marker Peak - Marks the peak(s) as Flow Marker Peak(s)
Recalibration Search Window 10 | [B] K [dLfg*10~5] @ 14,1
Peak Height 20 [=%] Alpha o7
I OK | | Cancel | | Help

P002/80A 02/2020 PAGE 8



GPC - FLOW RATE CORRECTION - REPORT SETUP

09.mRI 132

a

Chrormatogeam Ife:
e Narne
Origi

Printed Vession Infa:
Printet Vession
Regort Sk
Calbeation Fie
Prajet

GPC Parametens:

hramatogram C\Clr ByE\DalaFes\DEMO. GPODAESAMPLE SINGLE Bar

Clarity GPC Report
Datalpex
www datsapex.com

€ \Oarity ENDASFR)DENO_GPODAESAMPLE_SINGLE B.grm

Save File G:YOariy_DATA\DEMMGPCIGPC_DEMO\DAE\SAMPLE SINGLE BLprinds
&1\ Clarity_DATA\DEMD\GPOYGPC_DEMOLData\SAMPLE SINGLE_Bgrm

- #15 BN 133102, Ih: 8.0 Revl Recent [ Lnked Cair sfon)
€ Warity B\ Dalafie Canmman \ gpe_resulldy

€ Carity B3\ DalaFle\ DEMO_GPO\CaR Wniver sleal

DEMO_GPC

e Created
hequired Date:

Aigha

Page 10l 11

L OSA3020 19:01:38
L EIS2004 16:28:08

+ dalaspex

{320 13:21:05

107

Voltage

(B0

1
a8
x 05
-]
g
Z 0s|
3
02+
a0
T T T T T T T
15 40 45 50 55 &0 &5
BaglM)
M hw Mz
D\ SAMPLE STHGLE § 12964 =T &M
Dafs\SAMPLE STNGLE_B1 &304 20498 T
DaA\SAMPLE SINGLE B2 245741 74018 1163117

W20 1319

A

Chramaiogram Tnfe
e Hame
Qrigin

Printed Version Infa:

: €Yty ENDalaFie\DEMD_GPODAASAMPLE_SINGLE B2 pemn

o [afla™ DEMO_GPCY £ SINGLE B2

Clarity 6PC Report
Datadpex
www dataapex.com

e Creded
+ SaveFie G:\Qarity_DATAVDEMINGPO/GPC_DEMO\DAE\SAMPLE SINGLE B3.prmis hequired Date
G\Clrity_DATA\DEMO\GPCIGPC_DEMO\ Daa\SAMPLE SINGLE_B2grm
By
Printed Date
By
141 Mgha

Pagel ol 2

05032020 13:01:36
03052004 16:31:13

datamex

09033020 13:19:35

a7

03]
5 U
z
z
EGal
H
02
04
T T T T T
48 43 s 55 58 &s
fogiM)
Surmmery Tabie
Paak 1
swar ] Qo R Mg Mn M Mz Mt
DAASAMPIE_SINGLE]  Signa1 [ o] 0 T3 = T =
DAASANFLE STIGLE  Sgna1 I 10551 %73 137201 405 701200 a5
DEASAVPLE SOIGE  Sandl i GEE o e i s TS

P002/80A 02/2020

Flow rate correction
applied in the second

chromatogram
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2 GPC - GPC CALIBRATION - UNIVERSAL

GPC Calibration Opticns (Calib\narrow_dual)

GPC Calibration Options

| L]

A

Calibration Type Single Analysis
Marrow Calibration v MU
Calibration Description: Sample ID |
| Marrow standard calibration
Sample |
Mo
Comments |
Integry
Amount | 0 |
- Flow Marker RT ) Dilution 1
Signal [min] Curve Fit Type
Signal 1 0,000 Cubic Sample Type Blank ~
Signal 2 0,000 Cubic
K [dL/g*10-5] 14,1
Alpha 0,7 |
Recalibration Search Window 10 [%] K [dLjg*105] | 141
Peak Height 20 [%] &lpha 0,7

Level 1

Load K & Alpha...

List of K & Alpha coeffidents

Palymer Solvent
Palystyrene THF
Palystyrene THF
Palyvinylchloride |\ THF
Folymethylmethac THF
Polymethylmethac Toluene
Palymethylmethac THF
Palyisoprene THF
Polycarbonate | THF
Dextran water

SIS

P002/80A 02/2020

K & Alpha: C:\Clarity83\DataFiles\COMMON\KAlpha.tct

Temperature [*C] K [dL/g*10°5]

14,100
16,000
16,300

7,500
15,400
21,100
17,700
43,000
14,800

Alpha Remark
0,710 LS. 50-1000 kDa
0,706 linear
0,766
0,720 High MW
0,860
0,406 Low MW
0,735
0,670
0,480

K
Cancel

Help

Save As...

IHHH IIH
et

Universal Calibration
option used along with

Mark-Houwink
parameters

PAGE 10



GPC - GPC CALIBRATION - BROAD STANDARD

GPC Calibration Options (Moname) ? *
GPC Calibration Options
Calibration Type
Marraw Calibration i Mumber of Signals | 1 -
Marrow Calibration
Multiple Broad Integral Calibration
Multiple Broad Linear FitCalibration
Broad On Marrow Calibffation
|Jse Flow Rate Cffrrection MormHt based on | Chromatoaraphic Peak e
/| Use Universal galibration strument 1 -  Calib\broad_integral <— Multiple Broad Integral Univer
Inteqgral Percentage -teg P g
[ use simplifiefComputations of M Averages File Edit Display Calibration View Window Help B Afmd
BEE =HO @Gd. g R :E|[m]
- Flow Marker RT :
Sigyfal [ITIiI"I] Curve Fit Ty Chromatogram: STD_BROAD_E, Linked Calibration: <Mone>
5+ H H — Calib‘broad_integral - Signal 1
IS GPC: Instrument 1 -  Calib\broad_linear <-- Multiple "road Linear Universal Flow Rate Corr. —|/Calib\STD_BROAD_B L7
File Edit Display Calibration View Window Help H E
EE =0 #cd. ) .| [m] ; L6
3] H
= — Calibbroad_linearNgiar| 2] : ; s
— Data\SAMPLE_ST ' =
' T
\ L
20 H o o
\ o A8 r
X} (¥} H
15 I . S S PP T PR L L LR L bt i :
\ : 3
T T T t T
104 0 5 10 15 20 25
; [min]
é o Calibration Table (Multiple Broad Integral Universal Flow Rate Corr. - Calib\broad_integral - Signal 1)
5 Equation: ¥ = -0,35025% + 10,8338
A = Correlation Factor: 0,3975730
= =
x'} ™
| | Std. Percent LogM Max RT RT Corrected K Deviation
0 [ I o, Used o) M Adjusted [min] FR Correction [min] Source Chromatogram [dL/g*10~5] 28]
T T T T T 1 1 0,02 4918324 65018 11,88 1,0000 11,88 |5TD_BROAD_A 14,10 3,26
0 5 10 15 0 25 - o
2 1 ¥ 0,22 3727837 6,5715 12,18 1,0000 12,18 |STD_BROAD_A 14,10 -0,04
3 1 0,99 2825509 6,4511 12,50 1,0000 12,50 |5TD_EROAD_A 14,10 -2,19
Calibration Table {Multiple Broad L!nelar Universal Flow Rate Corr. - Calib\broad_linear - Signal 1) 4 = 2,89 2141591 6,3307 12,82 1,0000 12,82 |5TD_BROAD_A 14,10 3,78
Eq“ac"::'r'e?'a;m; gﬁ:ﬁsﬁ;ﬁl%isgss 5 1 & 6,67 1623216 56,2104 13,15 1,0000 13,15 |STD_BROAD_A 14,10 5,09
o 6 1 ¥ 13,19 1230314 5,0900 13,48 1,0000 13,48 |STD_BROAD_A 14,10 6,13
std. Max RT . RT2Corrected | logM2 K 7 1 ¥ 23,08 932515  5,9697 13,81 1,0000 13,81 |5TD_BROAD_A 14,10 7,41
No, |Ysed | Mn fhe [mir] Erete FR Correction ™ [ Adjusted | Source Chromatogram | 1y jeqgag)  AlBha g 1 ¥ 35,54 706799 5,3493 14,13 1,0000 14,13 |STD_BROAD_A 14,10 i
1 2 350979 | 705306 14,26|Y = -0,361087X + 10,37104 1,0000 14,26 | 5,8221|Data\SAMPLE_SINGLE A 14,10 o,70]] 9 1 48,77 535717| 57289 14,496 1,0000 14,46 |STD_BROAD A 14,10
z 3 131886 | 392323 14,98[Y = -0,36088%X + 10,97104 0,9994 14,93|  5,5813|Data\SAMPLE_SINGLE_B 14,10 i 10 1 M 61,43 406046 | 5,6085 14,78 1,0000 14,73 |STD_BROAD_A 14,10
3 4 75264 | 179847 15,43 |Y = -0,3538367% + 10,57104 0,9800 16,15| 5,2548 |Data\SAMPLE_SINGLE_D 14,10 070/ 11 1M 72,51 307762 54882 15,11 1,0000 15,11 |STD_BROAD_A 14,10
O 12 1+ 81,27 233268 | 5,3670 15,44 1,0000 15,44 |5TD_BROAD_A 14,10 0,70

Far Help, press F1

Faor Help, press F1

Chromato Mo Act.Peak

()00

Chromato Mo Act.Peak

P002/80A 02/2020
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v Flow Rate Corr.

File Edit Display Calibration View Window Help [AEL A [ @
Bl WO Bed. =) JRRRLR T R: :HE.m]

Chromatogram: SAMPLE_BROAD_MARROW _D1, Linked Calibration: <Mone =
15+

on narrow - Signal 1
LE_BROAD_NARROW D1

24,85 S&FM 4

]

-3

Calibration Table {(Broad on Narrow Flow Rate Corr, - Calib\Broad on narrow - Signal 1)
Equation: ¥ = - 0,34573%K + 11,06663

Common for All Signals

[min]

| STD_BROAD_D

3,500167
0,739996

Correlation Factor: 0,9991791 Broad Peak Standard
Std. Log M Max RT FR RT Corrected Source K Deviation
No. Used =] Adjusted [min] | Correction [min] Chromatogram | [dL/g*10"5] Alpha [%%a] T
1 1 1050000 65,2306 13,72 1,0238 14,05 |STD_SINGLE1 14,10 7 501 Mw
2 1 295000 | 56919 1506 1,0233 15,41|5TD_SINGLE1 14,10] 0,70 -3,96
3 1 18100 4,507 18,58 1,0238 19,02 |STD_SINGLE1 14,10| 0,70 4,05 fK[dLfg*105]
4 1 4700 3,9355 20,21 10233 20,63 |5TD_SINGLE1 14,10] 0,70 4,92
5 2 83400  5,1853 16,54 1,0247 16,95 |STD_SINGLEZ 14,10] 0,70 4,32 |Alpha
& 2 9130 42172 19,51  1,0247 20,00 |5TD_SINGLE2 14,10 0,70| 15,34 T
7 2 830| 3,1998 22,05 10247 22,53 |STD_SINGLEZ 14,10| 0,70| -12,12| 'nSearch Window
U Mw Search Window

Mumber of Searches

For Help, press F1

0.1 [%]

0,1 [%]

K Alpha Status
Previously computed K Alpha.
K Alpha can be recalculated only if a

Broad Calibration Standard is opened
and Broad Peak specified.

Chromato Mo Ac.Peak

P002/80A 02/2020
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L}

APLE_SINGLE_C* - #10; 0

4 GPC -> CHROMATOGRAM -> GPC RESULTS

File

FrEeaRPbSE%n N

FEEEREN | REECLLRFRPRERRES |

¥

Edit Display Chromatogram Method Results SST View Window Help AR [XE A4 @ @
oF BRF Qo Q@K PHEE| Y IO
[mV] -7
— Calib\Universal - Signal 1
— Datal\SAMPLE_SINGLE_A
— Data\SAMPLE SINGLE B |6
— Data\SAMPLE_SINGLE_C
5
ﬂgl\ E
% =
] =
4
=
w
= I3
/ a
. =
: A B
. T
H H Setup Columns

Hide/Show GPC related
columns in the Result

Table

Chromatogram MW Distribution

Cumulative MW Distribution

Result Table (Calib\Universal - Narrow Universal Flow Rate Corr. - Data\SAMPLE_SINGLE_C)
Equation: ¥ = -0,36054*X + 10,97104
Correlation Factor: 0,0000000

Max.RT | StartRT End RT
1 13,99 11,71 18,87
<
GPC Results GPC Summary

For Help, press F1

GPC Integration

Mp Mn Muy

847345 395337 986963

Measurement Conditions

Mz Mzl

1667294 225¢

>
GPC Slice Table

Calibration File (Peak Table)

Universal

[[] open with stored calibration
K [dL/g*10"5] Alpl
b
@ User Variables

Analysis Variables
Name Val

-

AnalysisUserVarl

(]

AnalysisUserVar2

w

AnalysisUserVar3

GPC Ranges

P002/80A 02/2020

Table Properties
[Hide Value Units

Hide Columns

Flow Rate Correction

Selected Column(s) Properties

[ show value Units
Use Default Font

Font...

Show Columns

Show All Max, BT
Start RT
o
Mp
Mn
M
Mz
Hide All Mzl
My
PD
User Columns Height [mV]
gy
Area [mv.s]
Area [%E]
Edit Selected
Delete Selected
MNo.: (O Places (®) Decimal Places
Preven
oK I | Cancel | | Default | | Help |
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AMPLE _SINGLE_C" - #10; 0

&1 GPC: Instrument 1 - Chromatogram "Dz
File Edit Display Chromatogram Method Results S5T  View Window Help

O BRE B9

[mv] .

15:19:17

O A6 58

Q Q #¢@. [N +HEE.

GPC - CHROMATOGRAM - GPC SUMMARY

EEE= == e ...

Voltage

PEes3BR PP SERDN

— Calib\Universal - Signal 1
— Data\SAMPLE_SINGLE_A
— Datal\SAMPLE_SINGLE_B
— Data\SAMPLE_SINGLE_C

7

Hide/Show GPC related

columnsin the
Summary Table

MW Distribution Cumulative MW Distribution

Chromatogram

Summary Table

Sample
Sample ID Sample Amount | max. RT
Data\SAMPLE_SINGL | Signal 1 PS Broad - universal 0,000 14,26
Data\SAMPLE_SINGL  Signal 1 | PS Broad - universal - flo 0,000 14,98
Data\SAMPLE_SINGL  Signal 1 0,000 13,99

GPC Results Measurement Conditions

TEPALNER | RELPCHPPRPRRER "

GPC Summary GPC Integration

1% ForHelp, press F1

Peak 1
Mp Mn

664806 | 351599
367918 131825
847846 | 395337

GPC Slice Table

FD

2,0082
23,9726
2,4965

GPC Ranges

Area

[mv.s]
739,46
549,45
4175,34

Summary Columns Setup

Common  Summary

Table Properties
[ Hide value Units

Summary Columns Setup

Hid  Common  Summary

Sample Dilution

Injection Volum Table Properties
ISTD1 Amount

I5TD2 Amount [ Hide value Units
ISTD3 Amount

ISTD4 Amount

ISTDS Amount N

ISTD6 Amount Hide Columns
ISTD7 Amount StartRT

ISTDS Amount End RT

ISTD9 Amount Flow Rate Correction
ISTD10 Amoun Mw

Chromatogram Mz

Unretained Peg Mzl

Column Length My

Moise Height

ASTM MNoise Height [%&]

6-Siama Moise: Area [%]

Selected Column
Show Value
Use Default

Font...

Selected Column(s) Properties
Show Value Units

Use Default Font

Font...

P002/80A 02/2020

Showe Al

Show

Hide

Hide All

User Columns

Add...

Edit Selected

Delete Selected

Mot () Places

Show Columns

Dedimal Places

Preview

Cancel Default

Help
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GPC - CHROMATOGRAM —-> GPC SLICE TABLE

.&\. GPC: Instrument 1 - Chromatogram "Data\SAMPLE_SINGLE_C" - #10; 04.0 G PC Sl ice Ta b | e S h OWS

File Edit Display Chromatogram Method Results 55T Vview Window Hep AR E A & @

HOE BEE s@EE s H- M= == === mmm--a cumulative molecular
weight distribution

1,0+ — Data\SAMPLE_SINGLE_C RT=13,9867

dwidlagh

T T T
4,5 5,0 58 6,0 6,5

log(M)
Chromatogram MW Distribution Cumulative MW Distribution -
Average Num. E Slice Table (Calib\Universal - Narrow Universal Flow Rate Corr. - Data\SAMPLE_SINGLE_C RT=13,9867) s
RT Response | Morm.Ht% | Cum.Ht% M logM dw/dlogM w OE‘;?;E
1 11,723 0,0093 0,0004 0,0004 5550529 6,7443 0,0003 0,0000 1
2 11,757 0,0390 0,0016 0,0020 5399039 6,7323 0,0013 0,0000 1
3 11,790 0,0840 0,0035 0,0055 5251683 65,7203 0,0029 0,0000 1
4 11,823 0,1514 0,0083 0,0118 5103349 6,7083 0,0052 0,0000 1
5 11,857 0,2470 0,0102 0,0220 4963927 65,6963 0,0085 0,0000 1
6 11,830 0,3794 0,0153 0,0373 4333311 6,6842 0,0131 0,0000 1
7 11,923 0,5538 0,0231 0,0608 4701396 6,6722 0,0192 0,0000 1
3 11,957 0,7773 0,0324 0,0933 4573081 65,6602 0,0270 0,0000 1
g 9 11,990 1,0537 0,0440 0,1373 4443268 6,6482 0,0358 0,0000 1
10 12,023 1,3796 0,057 0,1950 4326862 65,6362 0,0481 0,0001 1
11 12,057 1,7538 0,0736 0,2686 4208769 6,6242 0,0612 0,0001 1
12 12,090 2,1729 0,0913 0,3599 4093899 6,6121 0,0780 0,0001 1
& 12,123 2,6326 0,1108 0,4707 3982165 6,6001 0,0822 0,0001 1
14 12,157 3,1320 0,1321 0,6028 3873430 6,5881 0,1099 0,0001 1
15 12,190 3,6636 0,1543 0,7576 3767761 65,5761 0,1288 0,0001 1
16 12,223 4,2282 0,1790 0,93585 36604928 6,564 0,1489 0,0002 1
17 12,257 4,8142 0,2041 1,1406 3564902 6,5520 0,1699 0,0002 1
13 12,2590 54132 0,2300 1,3706 3467605 6,5400 0,1913 0,0002 1
19 12.323 f.N758 N.2564 1.6270 3377964 f.57A0 n.2134 n.0nn? 1 ~
GPC Results GPC Summary GPC Integration Measurement Conditions GPC Slice Table GPC Ranges -
1% For Help, press F1 Overlay
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[ N

% GPC > CHROMATOGRAM - MW DISTRIBUTION / CUMULATIVE MW DISTRIBUTION

& GPC: Instrument 1 - Chromatogram "Data\SAMPLE_SINGLE_B" - #14; 04.02.2020 15:1%:15

File Edit Display Chromatogram Method Results sSST view Window Hep AR EE A @ @

= OP AGE

#a).| [ LE. M ar .

ll@l------------

dw/dlag

1]

4,0

Chromatogram MW Distribution Cumul

* ¥ ForHelp, press F1

P002/80A 02/2020

File Edit Display Chromatogram Method Results S5T  View Window Help

— Data\SAMPLE_SINGLE_C RT=13,9867
— Data\SAMPLE_SINGLE_A RT=14,28
— Data\SAMPLE_SINGLE_B RT=14,98

— Lall1D_sINGLES

Oh R85

MW distribution shows
molecular weight
distributon of active peaks

Cumulative MW
distribution shows
cumulative molecular
weight distribution in %

* ¥ ForHelp, press F1

HOE?@@ j-@_ &E,qup{_..li‘.------------
[%]
GLE_C RT=13,9867
PLE_SINGLE_ART=14,26
: 80| ta\SAMPLE_SINGLE_B RT=14,98
b\STD_SINGLE2 RT=18,5433
60_
T
F
40
2‘0_
BN
0 T T T T T
4,0 4,5 5,0 LA 6,5
.y log(M)
Chromatogram MW Distribution Cumulative MW Distribution -
Overlay
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=4 GPC -> CHROMATOGRAM -> GPC RANGES

Percentages for selected

MW ranges
LT .
MW « | FRanges Table (CalibiUniversal -
\ Marrow Universal Flow Rate Corr, - MW avera ges fO r
Data\SAMPLE_SINGLE B
A e selected percentage
fa ranges
A High M Low MY Result Percent
2=
% 10000000 1000000 6,06
1000000 10000 93,39
0, 10000 100 | 0,55]
W
¥ LT Pesrenik w | Ranges 'I_'al:ule (CalibYUniversal -
H GPC Results GPC Sumr ﬂ Marrow Universal Flow Rate Corr, -
. Data\SAMPLE_SINGLE B
1% ForHelp, press F1 .!ﬂ. RT=14,98)
fa .
" Low Percent High Percent Result Mw
25
o, 0,00 10,00 1222579
10,00 90,00 449545
0, 90,00 100,00 | 36298 |
g
ﬂ GPC Results GPC Summary GPC Integration Measurement Conditions GPC Slice Table GPC Ranges
1% For Help, press F1
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@ GPC - GPC CALIBRATION — SIMLIFIED CALCULATIONS

GPC Calibraticn Options (Moname)

GPC Calibration Options

Calibration Type

|Narr0w Calibration

7 X Standard Calculations

Averaging is per fixed

w MNumber of Signals |1 ~ M W | nte rva |
Calibration Description:
| | Used in PL Cirrus
[[]Use Flow Rate Correction MaormHt based on |C}1romatographic Peak w | . . .
EUSE Universal Calibration Integral Percentages |Decreasing i » | SI m pl Ifl ed Ca IC u I at [ O n S
Use Simplified Computations of M Averages . . .
o Averaging is per fixed
. Flow Marker RT : . .
serel ] Curve FitType time (volume) interval
Signal 1 0,000 Linear
Used in EzChrom
Equations listed in
manual/help
Recalibration Search Window 0 | [3&] K [dLfg=10~5] | 14,1
Peak Height 20 [%%] Alpha 0,7
[ ok | ocancel | Heb
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SMART SOLUTION FOR LABORATORIES

... THANK YOU FOR YOUR TIME

e
SUPPORT@DATAAPEX.COM
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